X-ray Analysis
The X-ray intensity data were measured on Bruker D8 Venture diffractometers equipped with multilayer monochromators, Mo K/a INCOATEC micro focus sealed tube and Kryoflex II cooling device. The structures were solved by direct and patterson methods and refined by full-matrix leastsquares techniques. Non-hydrogen atoms were refined with anisotropic displacement parameters.
Hydrogen atoms were inserted at calculated positions and refined with a riding model or as rotating groups. The following software was used: Frame integration, Bruker SAINT software package i using a narrow-frame algorithm, Absorption correction, SADABS ii , structure solution, SHELXS-2013 iii , refinement, SHELXL-2013 iii , OLEX2 iv , SHELXLE v , molecular diagrams, OLEX2 iv . Experimental data and CCDC-code can be found in Table 1 . Crystal data, data collection parameters, and structure refinement details are given in Tables 2 to 9. Molecular Structure in "Ortep View" is displayed in Figure 1 to 4. A overview about "Metal -Ring Geometry" is given in Table 10 . Figure S15 . The B3LYP optimal structures of studied reactants, intermediates and product.
The electronic B3LYP energies are in hartree. Figure S16 . The selected B3LYP bond lengths in angstroms and atom labeling
